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Useful genes can be identified from mutants. And the mutation can be
Introduced into other cultivars by using genome editing technique.

Development of cultivar by genome editing KD must <~y w705

~ & A Cross-ministerial Strategic Innovation Promotion Program

Long shelf life High sugar content

;sg

Genome editing technique

Artificial restriction enzyme

: . Target gene
By using artificial \ /

restriction enzymes, \
4

mutation can be

introduced I!’]tO the Repair Upper: wild type (Brix 10%)
gene of Iinterest Lower: mutant

without leaving 4 High functional

foreign genes*. ?neslggt?gn Parthenocarpy tomato

etc.

Tomatoes 60 days after harvesting igh sugar content

250

200
150
100
50
0
c 21 3 4 6 15 10 8 23 9

Wild type Genome editing High GABA content
(parthenocarpy)

GABA content
(mg/100gFW)

X The scheme for regulation is not clear in Japan
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Mutation by genome editing

This work is partly supported by SIP.

@Establishment of a transient protein expression system in plants

Transient expression in several plants  Level of protein expression in
plants iIs similar to that in E.coli
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Tomato bioresource development is Short lifecycle (~3 months)
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and applied research activity of tomato Suitable for cultivation in closed environment
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Average and SD values of wild-type Micro-Tom were represented by solid and dotted lines in cyan,
respectively.
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